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DNA Sequencing
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® Sample : Plasmid, PCR Products ‘\

® Read length : 650-1050bp ' = -

® Free Analysis: BlastN or BlastX
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Standard DNA Sequencing  Click > Seq Order form y
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MISWAUSNISHIEI1AU DNA A298MaIUU 96 well plate ", .
° Additional Service
1 Primer / Plate Sequencing 18,455 90

PCR product Purification (from unpurified PCR products)

Multi primer / Plate Sequencing
15,750 4,500/ plate
(From 2 to 6 primers) o
PCR Amplification (gel report excluded) 225
Difficult DNA Sequencing  Click > Seq Order form Customized PCR ampilification (gel report included) 450
USNS3IAST:KI@AUIUE DNA AlAssa$wesenn Tain siRNA Gradient PCR amplification 1,350
with hairpin structure/ Unusual secondary structure/ GC or PCR Optimization 4,500
225

AT rich/ Homopolymeric tracts (PolyA/G)/ Repetitive region gDNA Preparation - Microorganism
2,250

DNA Preparation - other (insect, animal, blood, etc. 1,350
Purified PCR products/ Plasmid 360 /Reaction ¢ reparation - other (insect, animal, blood, etc)
Gel Extraction 225

96-well plate 24,210/Plate

Identification Service Gl B (Ol Ll

USN1SDIAS:H Primer Walking
UsSN1saIAsT:HHaIAuUIUE 16S rRNA TuluaiiSe, 18S rRNA / 26S rRNA / ITS region

IJuusmsdiAsHimanauiua DNA Advun 2-10 kb Tus1 (Fungi) ImeaursndumoasgnilusUnuulalabivioldiunisdinsaKlsiag na
9INAEYW PCR products lia: Plasmid Macrogen 9:0USN1SaAAIBUIO i1 PCR M@MUIUE 1a:31IAS1:Hs:UstnVauRag1y
4,500 Individual Sample (Agar plate/ glycerol stock) 1,200

SNP/Mutation Analysis Fragment Analysis Click > Seq Order form

USN1SIAS1:HKY SNP (Single Nucleotide Polymorphism) Tﬁu§msnsaunau genotyping, DNA profiling, mutation detection techniques
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Voyane:Iisu : FSA file, against allele values analyzed lla: peaks of allele (.pdf)
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:
Fragement Analysis (Genescan - 500 LIZ) 180 11,250
Click > Seq Order form
Fragment Analysis (Genescan - 1200LI1Z) 225 13,500
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https://image.makewebeasy.net/makeweb/0/EtyBgz2ZO/Document/NormalAutoSeq.pdf?v=202012190947
https://www.dropbox.com/s/iekyrj55zbpiv4a/2022_%E0%B9%81%E0%B8%9A%E0%B8%9A%E0%B8%9F%E0%B8%AD%E0%B8%A3%E0%B9%8C%E0%B8%A1 Sequencing Service_Form_Smart Science.xlsx?dl=0
https://www.dropbox.com/s/ohp3gkn226euj0i/2022_%E0%B9%81%E0%B8%9A%E0%B8%9A%E0%B8%9F%E0%B8%AD%E0%B8%A3%E0%B9%8C%E0%B8%A1 Difficult Sequencing Service_Form_Smart Science.xlsx?dl=0
https://www.dropbox.com/s/a3xg52bvhj5svmg/2022_%E0%B9%81%E0%B8%9A%E0%B8%9A%E0%B8%9F%E0%B8%AD%E0%B8%A3%E0%B9%8C%E0%B8%A1 Primer walking Service_Form_Smart Science.xlsx?dl=0
https://www.dropbox.com/s/kvuucmswtor409p/2022_%E0%B9%81%E0%B8%9A%E0%B8%9A%E0%B8%9F%E0%B8%AD%E0%B8%A3%E0%B9%8C%E0%B8%A1 SNP-Mutation Analysis Service_Form_Smart Science.xlsx?dl=0
https://www.dropbox.com/s/e1fyrs0toei02lh/2022_%E0%B9%81%E0%B8%9A%E0%B8%9A%E0%B8%9F%E0%B8%AD%E0%B8%A3%E0%B9%8C%E0%B8%A1 Identification_Form_Smart Science.xlsx?dl=0
https://www.dropbox.com/s/b5sg57jh3dyedj9/2022_%E0%B9%81%E0%B8%9A%E0%B8%9A%E0%B8%9F%E0%B8%AD%E0%B8%A3%E0%B9%8C%E0%B8%A1 Fragement Analysis _Form_Smart Science.xlsx?dl=0



