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* Oligonucleotide Synthesis
* DNA Sequencing

: * Gene Services
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Humanizing Genormics

macrogen

Humanizing Genormics The synthesized oligos (Primer) are used in various biology

chrogen and medical fields such as DNA sequencing, PCR, SNP study, gene

synthesis, NGS service, gPCR service, biochip and siRNA expression.

M1SWSIAUSNISAUIASI:KIWSIUOS

Price/Base (THB)** l’

Synthesis Scale (base) Concentration ([tmole) |G.O§O[ﬂ0éh 20,000 uln V‘;UIU o
&

WiFiY ! &u1Asa:rHlusiAn Iudas: 8 uan*

1-50 base 10 18 45 90
51-300 base 9 16 40 85 TuvupvauNIs&uinsIKilMa:AS

>300 base 8 14 35 80

e s Sy
Purification Method Price/Oligo (THB)*™ TAsus A WIFL AIT

*8Un/ base : A 0.025 umole 35un/base: A 0.2 pmole
Desalt - - -

Primer Package

14N/ base : A 0.50 pumole 80 uin/base: A1 umole
MOPC free free free

PAGE 1,100 1,100 = 1,100 idoulvmstdnwnine
HPLC 1,900 1,100 | 1,600 - IWNINYUIANHSUUSNS Oligo synthesis MG

Auns1HRRoWENIUIAU 130 1Ua - awnsnldwninatlalus:o:10a1 1 U Guadisdunso
ARoWIVUTU 0.025 umole duiAs:KIFAOWENOTLIRU 35 IUa \ ~-

(MNIfiu 35 VA FouTUAUIUTU)
SOUMSAVANIASN:H NNSUSIASIA:WORE S:8:10alFSUAUATUIRU 7-10 Suriams CLICK > Primer Order form

Modified Oligos 3' Modification Dual-Labeled DNA Probes

e L. Price/ Primer (THB)** e L. Price/ Primer (THB)**

®  Fluorescent Dyes & Non-Florescent Modifications Modification 0.2 pmole 1.0 pmole Modification 0.2 pmole 1.0 pmole
*  Dark Quenchers 3'C3 Spacer 2,700 4,000 | 5'FAM-3'TAMRA 6,300 13,200
3’Phosphorylation 1,600 2,700 5'TET-3'TAMRA 7,400 15,800
, - ) 3'Biotin 2,100 4,800 5'HEX-3'TAMRA 7,400 15,800
5' Modification 3'Biotin-TEG 3,700 5,600 | 5'CY3-3'BHQL 11,600 20,500

Price/ Primer (THB)** 3'BHQ1 3,400 7,400 | 5'Cy3-3'BHQ2 11,600 20,500
0.2 pmole 1.0 pmole 3'BHQ2 3,400 7,400 5'CY3-3'BHQ3 11,600 20,500
5'Phosphorylation 1,600 3,200 3'BHQ3 5,800 9,200 5'CY3.5-3'BHQ2 18,400 26,000
5'NH2 C6 1,400 3,200 3'Dabcyl 5,000 7,900 | |5'cy5-3'BHQ2 11,300 16,300
5'NH2 C12 3,200 7,400 |3'BBQ650 5,300 8,200 | 51cy5.3'BHQ3 11,600 20,500
5'Biotin 3,700 10,500/ 3'Eclipse 9,000 11,100 | |5icy5.5.3'BHQ2 16,800 25,000
5'Biotin-TEG 4,200 2,800 3'FAM 3,500 6,900 | 5'cys5.5-3BHQ3 16,800 25,000
5'Thiol €6 5-5 5,300 8700 13'cv3 5,800 8,400 |5:cys5.5-3'BBQ6S0 17,600 25,800
5’C3 Spacer 2,700 4,000 3'CY5 5,800 8,400 5'FAM-3'BHQ1 6,300 13,700

5’dSpacer 4,500 7,400 ; 5
SFAM 2,000 4500 Dual-Labeled DNA Probes 5'HEX-3'BHQ1 7,400 14,700

X 500 6,600 — Price / Primer (THB)** 5'HEX-3'BHQ2 8,400 14,200
Modification 5'TAMRA-3'BHQ1 10,500 20,000

S5'TET 2,900 6,600 0.2 umole 1.0 pmole

STAMRA 2,900 6600 |sATIOSes-3BHQL | 18900 | 27,300 S:TAMRIA—3'BHQZ 10,500 20,000
50E 3500 7400 : : 5'JOE-3'TAMRA 12,600 21,000
oors 00 a0 5'ATTO565-3'BHQ2 18,900 27,300 |50 3BHQL 12,600 21,000
covas 9"200 14:200 5'ATTO565-3'BBQ650 21,600 30,500| |51oE-3'8HQ2 12,600 21,000
ScYs 6.300 7900 S'ROX-3TAMRA 14,500 21,800 |5'TET-3'BHQL 12,100 23,100
5'CY5.5 9,200 14,200 |5'ROX-3'BHQ2 15,300 22,600 |5'TET-3'BHQ2 12,100 23,100
5'CAL Fluor560 10,800 15,500~ 5'ROX-3'BBQ650 17,400 25,000/ 5'FAM-3'Dabcy! 9,500 14,500
5'CAL Fluor610 10,800 15,500  5'TexasRed-3'BHQ1 18,200 26,000 5'HEX-3'Dabceyl 11,100 18,900
5'ATTO565 NHS-ester 10,800 15,500 5'TexasRed-3'BHQ2 18,200 26,000 |5'TET-3'Dabcyl 12,100 24,200
5'ROX NHS-ester 9,200 13,200 | 5'TexasRed-3'BBQ650 17,900 26,000/ 5'TAMRA-3'Dabcyl 12,100 24,200
5'TexasRed NHS-ester 11,600 16,800 | |5'yakimaYellow-3'BHQ1 14,700 23,700, 5'JOE-3'Dabeyl 12,600 24,700
5'YakimaYellow 7,700 10,3001 5wy akimavellow-3'BHQ2 14,700 23,700 5'CALFluor560-3'BHQ1 14,000 25,500

o . Wali ' 5'CAL Fluor610-3'BHQ2 14,000 25,500
5'YakimaYellow-3'Dabcyl 14,700 23,700 ’ ,
Internal Modification 5'CAL Fluor610-3'Dabcyl 14,000 25,500

Modification "’ire/ ::58 (TIHB):’; : Duplex Oligo (double stranded 0ligos)  \maGB Probe
.05 umole = 0.2 umole 1.0 umole . "
Deoxylnosine (dI) 500 600 600 Modification Price / Primer (THB)** 5'FAM-3'MGBEclipse 21,000 31,500

Deoxylnosine (dU) 400 600 | 800 0.05 umole 0.2 umole 1.0 jimole Ryl | VIcl: 2314 26,300 39,200
Phosphorothioate 200 300 Double stranded oligos 5'TET-3'MGBEclipse 26,300 39,200
*39A80lUsou VAT 7%

® Internal Modification

Modification
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https://www.dropbox.com/s/smmhyy61qd4e8zf/2022_%E0%B9%81%E0%B8%9A%E0%B8%9A%E0%B8%9F%E0%B8%AD%E0%B8%A3%E0%B9%8C%E0%B8%A1%E0%B8%AA%E0%B8%B1%E0%B8%87%E0%B9%80%E0%B8%84%E0%B8%A3%E0%B8%B2%E0%B8%B0%E0%B8%AB%E0%B9%8C%E0%B9%84%E0%B8%9E%E0%B8%A3%E0%B9%80%E0%B8%A1%E0%B8%AD%E0%B8%A3%E0%B9%8C_Oligo%20Oder%20Form_Smart%20Science.xlsx?dl=0

Humanizing Genormics

macrogen

DNA SEQUENCING

"'\. \
DNA Sequencing a
® Sample : Plasmid, PCR Products I { = )

¢ Read length : 650-1050bp

- ‘ -
® Free Analysis: BlastN or BlastX <
*  sOUNSEVDIAST:H NNJUWAHE i
e _ v . Click > Sample preparation guide ,
*  TASuwanisainsaH N1elu 7-10 Sunnms
*  @WwNsnVodIAS:HENTE WS 1 ASY /

Standard DNA Sequencing Click > Seq Order form ' I00BalAIA 20,000 un vulJ &

u§n_'1$5|n31:hma"nﬁU|ua DNA nilasgaswnold Tneld WIFiY ! (—)IﬂS']:I'ﬂUS']ﬂ"I 175 u. /ﬁoogfl ‘]*
INAUA Sanger Sequencing (ABI 3730xl)

o o -, TUiivumveaN1s&ddinsIzHiinazASY
MISWATUSNISHIaIMU DNA A29eNUU Individual Tube e

- v @
Reaction(s) Price/ Reaction (THB)* Naglvmi[unwmno -
- IWNINATAMSUUSNIS Standard DNA Sequencing Indu

<20 190

- awnsnldininatilatus:o:0an 1 U Gudaisduise )
21-100 180 -
100 175 Additional Service

AISWAIUSNISHIAIAU DNA Aa9gwIuL 96 well plate %0

Price/ Plate (THB)** PCR product Purification (from unpurified PCR products)
4,500/ plate

1 Primer / Plate Sequencing 13,455 PCR Amplification (gel report excluded) 225

Multi primer / Plate Sequencing 15,750 Customized PCR amplification (gel report included) 450
(From 2 to 6 primers) Gradient PCR amplification 1,350
Difficult DNA Sequencing  Click > Seq Order form PCR Optimization 4,500

USMSTIAS :HEAUILE DNA AllAssasesenn Téin siRNA 9DNA Preparation - Microorganism 225
with hairpin structure/ Unusual secondary structure/ GC or gDNA Preparation - other (plant) 2,250
AT rich/ Homopolymeric tracts (PolyA/G)/ Repetitive region gDNA Preparation - other (insect, animal, blood, etc.) 1,350

. ) Gel Extraction 225
Details Price (THB)**

Purified PCR products/ Plasmid 360 /Reaction
Identification Services e rawycrr

usSNsIUNaNewWUsIngdIAs1:K 16S rRNA TuluAfiSy, 18S rRNA / 26S rRNA /TS
= = o . . = ' ] _ v
usSN1SIIASI:Kh Primer Wal kmg region Tus" (Fungi) InsauisnassiosgaluguiuulalativelslunisainsHlsias ng
Macrogen 9:0USNsanAAISUId M PCR M@1AUIVE 11a:31AS1:KS:UBTAVOURADE
1IUUSN1S3IAS1:KHNENAUIUE DNA RVUR 2-10 kb Price/ Sample (THB)**

2INA2981 PCR products lla: Plasmid Individual Sample (Agar plate/ glycerol stock) 1,200

Price/ Reaction (THB)** Click > Seq Order form ;
4,500 Fragment Ana|YSlS Click > Seq Order form

Tﬁu§msnsaunau genotyping, DNA profiling, mutation detection techniques Famsovdou

SNP/ Mutation Ana|YSiS NMSFRENS fluorescent (IAW:FD9EWAIDU fluorescent labeled PCR product Iindiu)

Vagar‘ivﬂﬁs‘u: FSA file, against allele values analyzed lla: peaks of allele (.pdf)

USN1831AS1:HK1 SNP (Single Nucleotide Polymorphism)
- - = J Price/Sample or Plate (THB)*™
soufuiusSguinsuNsivasundasnieludluunudluunaule BEENS
Individual Tube 96-well plate

96-well plate 24,210 /Plate

2
o
Z  GENOMIC PRIMER o o Fragement Analysis (Genescan - 500 LIZ) 180 11,250
X OhA DESIGN&  0pTiMIZATION AMPLIFICATION
o EXTRACTION SYNTHESIS L .
g : Fragment Analysis (Genescan - 1200LIZ) 225 13,500
WiAY
Price/ Reaction (THB)** Click > Seq Order form - drSuanAA1IAIHIA HANEIRU 5 f0aEd WEANTRAEY 60 uTN (douanrineTa)
90 - qnﬁ'ﬂuﬁur‘ins‘man JusnisSunooag WS

SISO VAT 7%



https://image.makewebeasy.net/makeweb/0/EtyBgz2ZO/Document/NormalAutoSeq.pdf?v=202012190947
https://www.dropbox.com/s/iekyrj55zbpiv4a/2022_%E0%B9%81%E0%B8%9A%E0%B8%9A%E0%B8%9F%E0%B8%AD%E0%B8%A3%E0%B9%8C%E0%B8%A1%20Sequencing%20Service_Form_Smart%20Science.xlsx?dl=0
https://www.dropbox.com/s/ohp3gkn226euj0i/2022_%E0%B9%81%E0%B8%9A%E0%B8%9A%E0%B8%9F%E0%B8%AD%E0%B8%A3%E0%B9%8C%E0%B8%A1%20Difficult%20Sequencing%20Service_Form_Smart%20Science.xlsx?dl=0
https://www.dropbox.com/s/a3xg52bvhj5svmg/2022_%E0%B9%81%E0%B8%9A%E0%B8%9A%E0%B8%9F%E0%B8%AD%E0%B8%A3%E0%B9%8C%E0%B8%A1%20Primer%20walking%20Service_Form_Smart%20Science.xlsx?dl=0
https://www.dropbox.com/s/kvuucmswtor409p/2022_%E0%B9%81%E0%B8%9A%E0%B8%9A%E0%B8%9F%E0%B8%AD%E0%B8%A3%E0%B9%8C%E0%B8%A1%20SNP-Mutation%20Analysis%20Service_Form_Smart%20Science.xlsx?dl=0
https://www.dropbox.com/s/e1fyrs0toei02lh/2022_%E0%B9%81%E0%B8%9A%E0%B8%9A%E0%B8%9F%E0%B8%AD%E0%B8%A3%E0%B9%8C%E0%B8%A1%20Identification_Form_Smart%20Science.xlsx?dl=0
https://www.dropbox.com/s/b5sg57jh3dyedj9/2022_%E0%B9%81%E0%B8%9A%E0%B8%9A%E0%B8%9F%E0%B8%AD%E0%B8%A3%E0%B9%8C%E0%B8%A1%20Fragement%20Analysis%20_Form_Smart%20Science.xlsx?dl=0

Quality-Affordable Resorch

GENE SERVICES i i <3 macrogen &- BIO BASIC

Macrogen’s gene synthesis service provides synthesis services for genesin a

i Humanizing Genomics
Gene SY"thGSlS plasmid DNA state with a free cloning service, as well as DNA sequencing. mqgcrogen

Free cloning service (Macrogen standard vector) Macrogen standard vector

100% sequence guaranteed using ABI 3730x!
Mutagenesis service available Price/ Mer (THB)* —_

Provided as plasmid DNA 3~5 ug 18* 6% Cloning Region @ . cloning Region

Free sequencing provided . 5‘

Tisuvesnelu 30 duritnis Click > Seq Order form N pMG-Amp pMG-Kan
(2710 bp) (2579 bp)

* s1MGulUSoUAIIRE
Map Map

N ; . .
Sub-Cloning Services S Seauence

usnislnautiv PCR product g Price/ Reaction (THB)™

Plasmid Cloning vector haufv . L o
7,900 *HN cloning UANIKLIOIIN standard vector Aovdd vector UUTKAUUSENFO®

Workflow
Oligo Synthesis - Gene Assembly > Cloning - DNA Sequencing & Quality Check > Lyophilization > Shipping

@ S\ _ gjeonse
4 »:\A

b v ( Quality-affardoble Research
USmsduins:HBunuAsonIvUIa:tTdIDAINOS -

Gene Length Price (THB)* Standard vector (Free)

0-435bp 5,900 pucC18 pBR322 pBluescript Il KS+ pUC57-Kan

* BURDAWENTANSAUIASI=H 9:0AUSNMSIWUIRL 1,500 - 6,000 UN / Bu

%

436 bp -9 kb 14-18 /bp puC19 puUCm-T pBluescript Il SK+ pUC57m (No Ndel)

+10 kb AnfaLovIY puCs57 pUC-SP pBluescript Il SK- pUCS57 (no Bsal)

Gene Optimization /
‘/ Specialty Vectors

pIRES2-EGFP pCold Il pmirGLO PET-48b(+) PGEX-6P-1

( j loning in standard vector

Custom subcloning 6,000 /gene
pET-3a pET-9a pET-11a pEGFP-C1 pQE-30

pET-15b pETDuet-1 pET-19b PGEX-4T-1 pCDFDuet-1

PET-20b(+) pET-21a(+) pPET-21b(+) pGL3-promoter pGL3-Basic

puUC57

2710 bp PET-22b(+) pPET-24a(+) PET-24b(+) PACYCDuet-1 PcDNAS3.1 (+)

pPET-28a(+) PET-28b(+) PET-29b(+) pGL4.17[luc2/ Neo] pGL4.19[luc2CP Neo]

PET-30a(+) PET-32a(+)  pET-32b(+) PET-45b(+) PQE-60

Click > Service Information PET-47b(+)

PET-49b(+)  PET-50b(+) PEGFP-C3

Click > Seq Order form

Each gene is confirmed base-by-base in sequence and is

N - ' guaranteed to match 100% with your requested sequences it i«
agenesis A_G
Price (THB)*™*
Site-directed mutagenesis of a sequence to make Gene Length . . . .
1 point mutation Additional mutations

specific, targeted changes to double stranded DNA.
1-2 kb 6,000 2,900/mutation

*39A80lUsou VAT 7%

MART
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https://dna.macrogen.com/ces/order/geneVectorAmpSeqPopup.do
https://dna.macrogen.com/ces/order/geneVectorAmpMapPopup.do
https://dna.macrogen.com/ces/order/geneVectorKanSeqPopup.do
https://dna.macrogen.com/ces/order/geneVectorKanMapPopup.do
https://www.dropbox.com/s/4edhas0n1k204xr/Gene%20Synthesis%20Overview_V7_L.pdf?dl=0
https://www.dropbox.com/s/mhjow0hux9xskvc/Bio%20Basic%20Gene%20Work%20Order_V2.xls?dl=0
https://www.dropbox.com/s/k3pgvsv6bjokzdc/2022_%E0%B9%81%E0%B8%9A%E0%B8%9A%E0%B8%9F%E0%B8%AD%E0%B8%A3%E0%B9%8C%E0%B8%A1%20Gene%20synthesis_From%20Smart%20Science%20%28LAPTOP-F3LAQ5SG%27s%20conflicted%20copy%202022-10-05%29.xlsx?dl=0

PEPTIDE SYNTHESIS;

BIO BASIC

Quality-Affordable Resarch

USMsauins1:KIVUINARHaINkane 91 Custom-quality peptides, library service lia: hundreds of modifications nailUInsianedu aeend na: nasaandaauuing

Peptide Synthesis Process

Confirm
Sequences (MS)

Synthesize

eptides Purification

Lyophilization

Price/ Amino acid (THB;

Confirm
Purity (HPLC)

450

510

16-20mg 570

*  Tasuvaunelu 30-45 durinnis o51Addllisou VAT 7%

Click > Service Information

1Jusrmdainsn:AIlUINGRAOWENE0d 6 24 Nsna:Glu
NSUANIASIEH 1- 6 nsmo:lluv:Ans AN BUFLIU 6 nsma:Dlu
NSUANIASI:HUINNGN 24 NsAo:0IU 9:ARSIANWL 1.8 I

nstivasu9In Desalination 10U salts 9:AASIANG 1.3 1111

L]
BIO BASIC

Quality-Affordable Resarch

USNNSEIAS1:KIOUFIUDANY Monoclonal Ab Iia: Polyclonal Ab dMHSUIIU Western blot K0 Immunohistochemistry ELISA ||a:Tumu:‘)ﬁuﬁ'm"aamsnmu:hlww:qa

Monoclonal Antibody Production

qey  Soee
St 6%

2. B cells isolated
from spleen

X
TR

1.5 Balb/c mice
immunised

3.8 cells fused with myeloma
cells to form hybridomas

.
o &

© ®

5. Antibody-producing 4. Hybridomas screened for
hybridomas cloned desired antibody production
(2-4 rounds) (ELISA)

4

© Click > Service Information

Click > Seq Order form

7. Antibody purification
(Protein A/G affinity
purification)

Guaranteed ELISA Package

8. Antibody validation
(ELISA, dot blot)

Guaranteed Western Blot Package
Guaranteed Immunohistochemistry (IHC) Package Anmouavy
Guaranteed Immunoprecipitation (IP) Package

Guaranteed Phospho-Specific Package

MART
CIENCE

Smart Science co.,id.

Polyclonal Antibody Production

of b

2. Immunization of 2-4
New Zealand rabbits

3. Additional boosts and
screenings (ELISA, dot blot)

v

Serum separated

A from blood clot

s W s
%‘% «— patud «—
@ B, A i o

1. Antigen design, synthesis,
and conjugation

6. Antibody Validation
(ELISA, dot blot)

4. Serum collection
(antibodies in rabbit blood)

5. Affinity Purification
(Protein A/G or Antigen)

Click > Seq Order form

Price/ Reaction

Description

Standard
Peptide Package
Guaranteed

Standard

Protein Packages Ansauevig

Guaranteed
Standard

Phospho-Specific Packages
Guaranteed

Deliverables : Pre-immune serum, 1mg antigen, rabbit
antiserum, and purified antibody
Antibody Purification : Antigen-affinity Purification Protein

(Guaranteed Type), A/G Purification (Standard Type)

www.smartscience.co.th @ orders@smartscience.co.th @ (+66)2-0777593, (+66)98-8250970 @ @smartsci


https://www.dropbox.com/s/4tc4wfymwq0ln51/Peptide%20Service%20Overview%20v4.pdf?dl=0
https://www.dropbox.com/s/4xcrl05itnegdaz/Service%20Flyer%20-%20Antibodies_AM%20Edit_V1_low.pdf?dl=0
https://www.dropbox.com/s/lxnh7gnl4jovtwx/peptide%20synthesis%20order%20form.xlsx?dl=0
https://www.dropbox.com/s/gaihookc6mzx71x/Monoclonal%20Antibody%20Order%20Form_V1.docx?dl=0
https://www.dropbox.com/s/eoio0jlchdbkw50/Polyclonal%20Antibody%20Order%20Form_V1.docx?dl=0

NEXT GENERATION SEQUENCING (\ ' fracragen

Sample preparation DNA/RNA QC > Library constructlo Data result

qnmmsuumoama usgnauisnlslious  Sample QC report lerary QC report duwalina Link

lazaauanusen dulUgu Macrogen - _ . _ s et o
Bioanlunsdinsn:K 4-7 dUnrrnavlnSunsagg

Exome Sequencing (WES)

usmssnusTuLAHUANA:DIAS :HTaYaNIWUSNSSURIREoVeu o UsSMsIRs1HmanUIUdiawI:douluunv:gnidastaidu

- [Us#u (Exon)
. Click > Seq Order form
Whole Genome De novo Sequencing Whole Exome Sequencing

3IAs1HMEAUITULRBIUTeyadwBl IernuEAIIEINaUEEI fosinaTn NGS USNsaIAS1HaNAUToRETEINARIJUEIU coding regions NIHUA
osgoelfianuisns:uaAUTIuLNIHUAVEIAUNSE dndiiaswis TiognasoniSonasijug aunsnlEAurmnisnatewusvessURIDuaIHarnFRalsA

DataAnalysis*

Click > Seq Order form

Data Analysis*
¢ Standard Data Analysis "  Standard Data Analysis
- Variant Calling (SNPs / InDels) & Annotation Advanced
Advanced Data Analysis

- CNV (Copy Number Variation)

Whole Genome Resequencing - Various Variant Calling Pipeline

5|nm:Hé’nﬁuﬁ[uunU§UU|ﬁuuVogaﬁu5qu5'1\15\1r‘imugnuﬁaga WorRnuIN1S - Cancer Analysis / Family Analysis/ Population Analysis

- Consensus sequence assembled into contigs
Advanced Data Analysis n
- Gene prediction & annotation

iAsuiavsineg 18U single nucleotide polymorphism (SNP) fd insertion lia: Targeted Sequencing

NISHIANAUIVEIIW: dOUVE)\]UUHSE)USIOfUVO\]OIUU novuaul?

deletion (InDel), copy Number Variation (CNV) l1a: structural variation (SV)
DataAnalysis*

®  Standard Data Analysis DataAnalysis™

®  Standard Data Analysis

- Variant Calling (SNPs / InDels) & Annotation

- Mapping to the current reference genome

- Analysis of mapping statistics

- SNPs and InDels calling " Advanced Data Analysis

- Variant list in vcf or Excel formats - Various Variant Calling Pipeline

Advanced Data Analysis - Population Analysis

- A variety of options for mapping algorithms, variant detection algorithms, Sequencing Platforms

v HiSeq 2500/4000, NovaSeq 6000
v NextSeq 500, MiSeq

annotations, mapping to public databases
Sequencing Platforms

v HiSeq 2500/4000, HiSeq X, NovaSeq 6000
v NextSeq 500, MiSeq

v' PacBio RS 11, PacBio Sequel

Epigen e Sequencing Whole Genome Bisulfite Sequencing (WGBS)
USN1S3IAS1:Hs:AUVaY DNA methylation vodnn cytosine Tudluu neld
sodium bisulfate rinfti DNA AUSIonU non-methylated cytosine WZsuidu
uracil IWolElUN1S3IAS:HKENGUsOTU

PumsAnumsiudsunuadved epigenetic ﬁoﬁlumsnoua1||amaanvaa§u
Aenann1awiusnssu soufiuriliiinnIsiUasunUasves DNA methylation nia:
histone AIAANS acetylation

Methyl-Capture Sequencing
IumsAnus:AUVay DNA methylation AnsiukSalistedusikig CpG Ailiuau

Click > Seq Order form Sequencing Platforms

v" HiSeq X
v HiSeq 2500/4000, NovaSeq 6000
v MiSeq System

DataAnalysis™*
® Standard Data Analysis

- Global Methylation Profiles Aotk Lol
Methylated

- Specific Methylation Profiles [CG Islands/ Differentially pari g
Methylation Regions (DMRs)] Histone Modification

Chromosome
®  Advanced Data Analysis S - -~

Chromatin — Nucleosome

DNA Methylation
- DMR-Associated Genes

- Gene Set Analysis
- Comparative Analysis

*Data Analysis may vary depending on the availability of reference and the type of platform.
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https://www.dropbox.com/s/1nckawytzlnzzwy/2022_NGS%20Service_Form_Smart%20Science_WGS.xlsx?dl=0
https://www.dropbox.com/s/5xfvt57fxxkr6v6/2022_%E0%B9%81%E0%B8%9A%E0%B8%9A%E0%B8%9F%E0%B8%AD%E0%B8%A3%E0%B9%8C%E0%B8%A1%20NGS%20Service_Form_Smart%20Science.xlsx?dl=0
https://www.dropbox.com/s/5xfvt57fxxkr6v6/2022_%E0%B9%81%E0%B8%9A%E0%B8%9A%E0%B8%9F%E0%B8%AD%E0%B8%A3%E0%B9%8C%E0%B8%A1%20NGS%20Service_Form_Smart%20Science.xlsx?dl=0

@ !
NEXT GENERATION SEQUENCING 1 / macrogen

Meta genome Se quen cin g ¥ Shotgun Metagenome Sequencing

USNS3IAST:HMEANAUIUERASaUAaUNNBUTUNN organism Reglu mixed sample

idumsAnunAcUraINKatevedgauNsaluAaondouRauls U 5o
soufisgaunsgRluausnIwIEedE

Click > Seq Order form

Amplicon Metagenome Sequencing DataAnalysis*

®  Standard Data Analysis
Data Analysis* Click > Seq Order form - Assembly
®  Standard Data Analysis

- Gene Prediction & Annotation

- Community Diversity Analysis (OTU) - Taxonomy Analysis

- Probiotics Analysis
Sequencing Types & Platforms

- )
fdvanced Data Analysts v’ 165 rDNA sequencing using MiSeq system

- V3-V4 Regions

- Customized Regions
v Full-length 16s rRNA sequencing on PacBio RS Il

v’ 18S rDNA/ ITS sequencing

- Phylogenetic Tree

- Hierarchical Taxonomy Graph
- Heatmap

- PCA biplot

Transcriptome Sequencing Click > Seq Order form

USNNsSIRs1HNanGuILE RNA fadouriidu coding 1a: non-coding
De novo Sequencing Resequencing

3IAS1:HMNEIAU MRNA NnuANduluTvoyadudy INoAurgulrl iunsidSeuifisusUiuunisiianyoanvadiu Ksavoyavavguisia:suiuu
N1SAUKNT chromosomal rearrangement N1ss:y fusion genes N1SINA splicing variant, fusion genes lla: SNP

DataAnalysis* DataAnalysis™
®  Standard Data Analysis ® Standard Data Analysis
- De nova Assembly Statistics - Mapping Statistics
- Gene Expression Profile - Gene Expression Profile
®  Advanced Data Analysis - SNPs and InDels calling by mapping to reference genome
- Blastnt or Blastnr (Human, Mouse, Rat)
- Differentially Expressed Genes (DEGs) - Novel Transcripts
- Gene Annotations & Ontology Analysis - Alternative Spliced Transcripts
- Fusion Gene (Human, Mouse, Rat)

Small RNA Sequencing ®  Advanced Data Analysis
- Customized Analysis

10u RNA RuiumsnanstiaondluurimtiiAlunsneuauadsio
n1sAIUANMISIIARJoaNVaVEU [nausSNIsIIAsT:KanUIUEIa:

Uuanusuaruldneludou miRNA, siRNA, piRNA Nia: non-
coding RNA 5uq Sequencing Platforms

v" HiSeq 2500

- Differentially Expressed Genes (DEGs)
- Gene Ontology Analysis

DataAnalysis*
®  Standard Data Analysis
- Expression Profiles of small RNA (piRNA, snoRNA, snRNA, Y RNA, vault RNA)
- Novel miRNA
®  Advanced Data Analysis
- Target Prediction of Known and Novel miRNA
- Gene Set Analysis

- Differentially expressed miRNA *Data Analysis may vary depending on the availability of reference and the type of platform.

e—
—
\_ Sl
\‘ lon PGM PacBio Sequel

. . lon Proton on
HiSeq 2500/4000 HiSeq X 10 NovaSeq 6000 PacBio RS II
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https://www.dropbox.com/s/7qubi5jtpmp10q0/2022_NGS%20Service_Form_Smart%20Science_Amplicon%20Sequencing.xlsx?dl=0
https://www.dropbox.com/s/i2c0k5157vcvqmt/2022_NGS%20Service_Form_Smart%20Science_Transcriptome.xlsx?dl=0
https://www.dropbox.com/s/5xfvt57fxxkr6v6/2022_%E0%B9%81%E0%B8%9A%E0%B8%9A%E0%B8%9F%E0%B8%AD%E0%B8%A3%E0%B9%8C%E0%B8%A1%20NGS%20Service_Form_Smart%20Science.xlsx?dl=0
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