Service

Beyond the PCR Technology, BIOFACT Promises the Progress for Your Research.
BIOFACT Provides You the Most Innovative High-Quality Reagents and Lab Supplies

which Lead to Success of Your Tomorrow.
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Sequencing Service

Sequencing & Related service

HIO| QM E sequencing service= SHE O R 7157|2201 HH S X|ZoH= SQ8H A O Z [}U5Htemplate2] DNAZ chain termi-
nation method 2} Automatic sequencer(ABI 3730XL)2 0|25}0 21 MatstA| 2 ZXI0| 7| MYS HIZ§LIC)

ESL purity, primer, high G+C 2F 2EZX{Q 2X| 52| |21 241 AH|A H|Z, DNA preparation, PCR Purification 52| HH| AH|AS
K35kl informatics 2% A| assembly, blast, PDF It S5 XHlZ& =&ILICE

®m BIOFACT Sequencing Service 2| £%!

« 22191 £ system : www.genefact.net - 20 H=kst Za} :700bp 044
« AT AN UE (ME B F 24AZHO|L D UE) 3 SMS AHIA HIZ + Fail result0f] CH 8t Q124 MH|A

« PCR purification, Gel extraction, Plasmid prep, cell stock S S| AH|A HlZ2

m 2212 M & E0|7LE Sequencing 241

27} TEL}repeat T, G+C content 7 B4 I peak 0] 2t45101 data Z10|7} B0t Y5t data 2 QK| 28 0}7} UBLICH 0243 2H| HES SUsH
@HIO|QHEO|ME dGTP 7, GC E71 S S 018510] HOI 24 2S4S data B M1 ABLICH

<GCEH/AGTPEH >

=2

- 2M 7| E : BigDye® Terminator v3.1 Cycle Sequencing Kit

L]

g

22121 & A|AH <GeneFACT>

(o

< www.genefact.net > * GeneFACT siteOf|A] CH2 BEHOA| 7L 1670-569582 HEFM Q.
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Service

S35 (Work Flow)
Sequencing el 22191 (GeneFACT 7}Q] & =2)/ QI a[0| =2
- Sample & UM MY, ) 0|2 Ths (4T EE WS S AT
+ Sequencing H= SMS, e-mail B =
4 arphe Quskty &2l HIIGS O HQI F Quality 2 Sample 7 &2t n—=

. Q7 rxn AM10:00 &
Reaction + SEQ ZIH AlZt _
235 rxn PM18:00

LEmMN:LEYLE / QS mn: OIS Y UL
SMS, e-mail 24

Sample & Primer HE S 2 9F

Template Quality Volume < HE AHEZ>
100-200bp Sng/ud 2o O =X ME : GU 18| 0| BT S
Zs e « 2% oxn O1F EAHYE 1 22 184 0 H ZT} W
PCR product 500~1000bp 20ng/ul v 100l - _
« Pri |XF OFR] MHE . 122 =
1000~2000bp 20~40ng/1 +rxn 7EA] Trxn S 50 27} Primer HIZF 28 W5 :1~2U 7t
>2000bp 50ng/ul » Purification / Plasmid mini prep & M Z: 12 7t
Plasmid 150ng/ul

<HI|7t>

M 9 primer: 15 QMBS
— X £ 5 (5prmol/u) MS A primer: 15 (0|2 : QY F5HE)
B (rxn Z7HA 1rxn 30 37P) » Sequencing data: 6712

HIO|2WE H.Q vector primer H}0|2 ™ E 0| £.F vector primer / 174 primer

Primer walking service

< Yt primer £4] A| > < Primer walking @2 24 A| >
5 template 3 5 template ¥
—— —
— R — EE———
F-Primerl F-Primert T
F-Primer2 e
R-Primer! E=HTerS, q_e R-Primer]
o E——  ——
N
—
& template 5 = template 5

+ Primer walking O|2f?
UL A FLCZ Trnx Z4A| 700bp LY 2|7+ 24 7HS 8| product sizeZ} O] HL = AR inner primer £ XH| 2 CA2I5H H7| MBS 24E
LIC}. (walking) & 1.5kb 0|42 product & 2418 A2 0|1&85h= 43 YL
< HE 7|7k 4Y /kbS (walking day 7|F)
 FOIAKE : RSO M YHOZICZE P ERZ QUSHH O 0| TI0| &S AR 2M7H Qs Y2 T2 TS| o A 7| 7HEC}
C| Z0IZ 4= UELICH Reference 7+ AS HS primer B H0l| CIAF2IE 4= 0] Z 1} 2f910| C|S O WatE £ ASLICH

+ M3 data : ab1, seq, fas(align) « 7124 : 50,000 /kb

sioracT catatocue | 313



HIO| M E HQ Universal Primer list

Name Sequence (5' — 3') base Name Sequence
BaculoVF TTTACT GTTTTC GTA ACA GTTTTG 24 pFlag-CMV-N30 AAT GTC GTA ATA ACC CCG CCC CGT TGA CGC 30
BaculoVR AAC GCA CAG AAT CTAGCG C 19 pGAL4_AD-3 AGATGG TGC ACG ATG CAC A 19
BGH TAG AAG GCA CAGTCG AGG 18 pGAL4_BD-3 AAT CAT AAG AAATTC GCC C 19
CMV-ProF AAATGG GCG GTA GGC GTG 18 PGEX-3 CCG GGA GCT GCATGT GTC AGA GG 23
CMV-ProR TCGTTG GGC GGT CAG C 16 PGEX-5 GGG CTG GCA AGC CACGTTTGG TG 23
c-mycR CTCTTC TGA GAT GAG TTTTTG 21 pQE-F CAATTT CAC ACA GAA TTC ATT AAA G 25
EBVR GTG GTTTGT CCA AAC TCATC 20 PQE-R GAG CGT TCT GAA CAA ATC CAG 21
EGFP-CF AGC ACC CAG TCC GCC CTG AGC 21 plrcHis-3 ATC TGT ATC AGG CTG AAA ATC 21
EGFP-CR CGT CCATGC CGA GAGTG 17 pTrcHis-5 TTA AAG AGG TAT ATA TTA ATG TAT CG 26
EGFP-NR CGT CGC CGT CCAGCTC 16 RV3 CTA GCA AAATAG GCT GTC CC 20
GAL1-ProF AAC ATT TTC GGT TTG TAT TACTTC 24 RV4 GAC GAT AGT CAT GCC CCG CG 20
GAL4-ADF TAC CAC TAC AAT GGA TGA TG 20 Seql-A GCA GTT CCCTACTCT CGC 18
GAL4-BDF TCATCG GAA GAG AGT A 16 SeqL-B CAT CAG AGA TTT TGA GAC AC 20
GAL4-BD-NR TTT CTTTGG AGC ACT TGA GC 20 SP6 TATTTA GGT GAC ACT ATA G 19
GFP-CF GGT CCTTCT TGA GTT TGT AAC 21 SVL0-pAF AAA TAA AGC AAT AGC ATC AC 20
GFP-NR CAT CAC CAT CTA ATT CAA CAAG 22 SVL0-pAR GAA ATTTGT GAT GCT ATT GC 20
GL1 TGT ATCTTATGG TAC TGT AACTG 23 T3 AAT TAA CCCTCA CTA AAG GG 20
GL2 CTTTAT GTTTTT GGC GTC TTC CA 23 T7 TAA TAC GAC TCA CTATAG G 19
GL& GGG TAG AAT GGC GCT GGG 18 TTter GCT AGT TAT TGC TCA GCG 18
GST-CF GCATGG CCTTTG CAG GG 17 Trx-F TTC CTC GAC GCT AAC CTG 18
LacZa-NR CCT CTT CGC TAT TAC GC 17 u1e GTTTTC CCA GTC ACG ACGT 19
LexAF CGT CAG CAG AGCTTC ACCATTG 22 XpressF AGC ATG ACT GGT GGA CAG 18
Luc-CF AGA GAG ATC CTC ATA AAG GC 20 20E" TTC CGG TTG ATC CYG CCG GA 20
Luc-NR CCTTAT GCA GTT GCT CTC C 19 27F AGA GTT TGATCC TGG CTC AG 20
M13-20F GTA AAA CGA CGG CCA GT 17 337F GAC TCC TAC GGG AGG CWG CAG 21
M13-20R GGA AAC AGC TAT GACCATG 19 344F* ACG GGG CGC AGC AGG CGC GA 20
M13-47F CGC CAG GGT TTT CCC AGT CAC GA 23 518F CCA GCA GCC GCG GTAATA C 19
M13-48R AGC GGA TAA CAATTT CAC ACA GGA 24 518R GTATTA CCG CGG CTG CTG G 19
malgF GGT CGT CAG ACT GTC GAT GAA GCC 24 783R GTG GAC TAC CAG GGT ATC TA 20
NL1 GCA TAT CAA TAA GCG GAG GA 20 785F GGA TTA GAT ACC CTG GTA 18
pBAD-3 ATC TGT ATC AGG CTG AAA ATC 21 805R GAC TAC CAG GGT ATCTAATC 20
pBAD-5 CCATAG CATTTT TAT CCATAA G 22 907R CCGTCAATT CMTTTRAGTTT 20
pCMV6-3 CTG GGG AGG GGT CAC AGG G 19 1492R* TAC GGY TACCTT GTT ACGACTT 22
pENTR-5 CTA CAA ACT CTT CCT GTT AGT TAG 24 Ims1 TCC GTA GGT GAA CCT GCG G 17
pETupstream ATG CGT CCG GCG TAG A 16 ITS4 TCC TCC GCT TAT TGA TAT GC 20
pFlag-CMV-C24 TAT TAG GAC AAG GCT GGT GGG CAC 24 -21F ~ 1492R : 165 rANA 2 A&, "Archaea £47}5  -ITS1~ITS4 :18S rRNA B4 &

¥ HBEHE Y2 u8e

Reaction 107} OJAF: REAMRLE / Reaction 1074 O|2t: T ZHEIC
CHEXIS - 2{AfH|A S REAR2 / THE 9 XIS : KA CH2IH 22, B, 312 5

PCR product, Plasmid

QUHIM (1 reaction 7|3E)

6,000

2 sequencing 2| YX| 0155 £2I5IAIT 2| 2I5HA|7| HEELICh

THEA] (1 reaction 7| &)

4,000 ¢

VAT i

BAC, Fosmid, Cosmid

15,000 2

10,000 ¢

HH S 7jErEA

PCR (2,000 ®), PCR Purification (1,500 ), Gel Extraction (2,000 ), Plasmid Prep (1,500 &),
PCR & Sequencing (9,500 &), Assembly (£2), Blast (£&), PDF (£&)

Full sequencing (Primer walking)

50,000 & (1 kb 7|Z), MY A2 7|7H42 /1 kb

31 4 I BIOFACT CATALOGUE
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Service

16S & 18S rRNA
Identification Full Service

0= S0 2tst Full Service

HIO| QIE 0| A ZISY5H= 165 & 185 rRNA Identification full servicel= 0| M S 0]

2k5H0] genomic DNA isolation 52 E{ sequencing
T A8 258 Tl E2l= MU|A LT

B Feature

+ M&BHADL: Sample E= £ 2 ~ 4 O|LHO|| 21t U

- Cefet M2 : Genomic DNA, colony S CHYEH i 20| DI E S 7ts

» Full service : Genomic DNA S=ZEE] sequencing, Z12|11 informatics analysis7HX| full service
« 210151 Service : Fail result 0f] IH2 oimfe}

@ ME FH| 2 3 oJ=| Al FolArE
@ H|H2lA 3 (Bacteria, Yeast)

- a2 HQFEl £ colony E+= genomic DNA

@71ZHAUE X HERE
HE 72 S +H T 2- 4L 0|0 M SE W FY HS
Sequencing data: 27} M S 670 &
HMEHP: 13U (gDNAY HR - MU B 2F M1 EETLs)
MZ HEA - order sheetOf] 7|R18H ZEA| L1222 O|LHOI| 2 F=M|2.
- &4 79| genomic DNA £&0| 1S HR Boiling
L FA17] gL

o SN BF Y BLO| (PHF X

[©F=FUESES
(Boiling 4% - 1.5 g tubedl| #3= ME I} TE buffer 22 ME A3 2 42 0|LI0) AE 2B D 2T HA
T8 100- 2000 L 100°CHA 10- 1552 ESE) H|F data : Sequencing data (ab1, seq I}2!)
Informatics analysis IHed
® Genomic DNA £ 2 boilingst & E{20t F== 8= ME ER (D24 27} Q3 A| &7} M, assembly, Blast search)
- STO, LT, HAUNM U= S

-Bacteria 2IX| SHO| QK| Y = Q= RF

- T F EM A HIO|QUE BIHO 2 DNA FE0| 022 49
(only gDNA)

® Work Flow

gDNA £& PCR(STXEE) & YH Hgs B ME2Y

/‘ENMVM{“‘;F’“W‘ 128 QATATAOACTATOAATGATIC
r = AQATATAGACTATOAATOATT
W AN o AT DPUD
- , U U P T r f
B I

aallag il [IFHED
I
VAU

i
o< ZEERE

il
~FUPVT< Ty

soracTcatatocue | 315



0|4 E SH0| AI25]= rRNA Gene region

< Bacteria, §4t=#

oln

>

27F 337F  785F
—

165 rRNA Gene (1.5kb) -

— — — -
518R 783R 805R 907R 1492R

|
' l

< Archaea S >

1F oF
— —
23S rRNA Gene (~3kb)
— +— —
10R 16R 23R
21F 344F

16S rRNA Gene (~1.5kb) Archaea

l
}
1

1492R

< Fungi, Yeast 5 >

ITS1

ITS region (500~700bp)

|

NS1

185 rRNA Gene (~1.6kb)

|

NL

'S

NL1
—
~700bp
255~28S rRNA Gene (~1.63kb)

!

|

LROR LR7

< CHE region >
* 2 region Q.2 2A1517| 2I5H 2L 1670-56952 HELZFEM|Q.

31 6 | BIOFACT CATALOGUE

16S rRNA Primer list (Universal)

27F AGAGTTTGATCCTGGCTCAG
337F GACTCCTACGGGAGGCWGCAG
518F CCAGCAGCCGCGGTAATAC
785F GGATTAGATACCCTGGTA

518R GTATTACCGCGGCTGCTGG
783R GTGGACTACCAGGGTATCTA
805R GACTACCAGGGTATCTAATC
907R CCGTCAATTCMTTTR AGTTT
1492R TACGGYTACCTTGTTACGACTT

23S rRNA Primer list (Archaea)

1F TCCGAATGGGGAAACCC
9F AAGAGGGAAACARCCCAGA
10R GACCAGTGAGCTRTTAC
16R GGAACTTACCCGACAAGG
23R TTCGTGCTTAGATGCYTTCA
16s-Archaea rRNA Primer list
21F TTCCGGTTGATCCYGCCGGA
344F ACGGGGCGCAGCAGGCGCGA
1492R TACGGYTACCTTGTTACGACTT
ITS
ms1 TCCGTAGGTGAACCTGCGG
IS4 TCCTCCGCTTATTGATATGC
18S rRNA
NSs1 GTAGTCATATGCTTGTCTC
NS8 TGTTACGACTTTTACTT
255~28S rRNA
NL1 GCATATCAATAAGCGGAGGAAAG
NL& GGTCCGTGTTTCAAGACGG
LROR ACCCGCTGAACTTAAGC
LR7 TACTACCACCAAGATCT
LR12 GACTTAGAGGCGTTCAG




Service

B Related Product

< Enzyme >
- BioFACT™ 2X Tag PCR Master Mix 1, w/o Band Helper™, with dye[ST301-50h]
- BioFACT™ 2X Thumb Taq PCR Master Mix 1, w/o Band Helper™, with dye [TT301-50h]

< Purification >

- DaBead™ PCR Purification Kit(Magnetic Bead Type) [PP755-200]
- HiGene™ Gel & PCR Purification System [GP104-100]

< Sequencing >
- BioFACT sequencing service

-BioFACT D|MESH MH|A

<Electrophoresis>
- M7|QSER|, Agarose, Nucleic Acid Staining Solution, 1 Kb Plus DNA Ladder

® Service 74

VAT g
EHEt Al # 4 (1 reaction) YU A EY (2 reaction)
Colony 2 2|2| o R
165, 185 rRNA PCR & Sequencing 11,000 2 16,000 &
Genomic DNA 2 2| . -
165, 185 rRNA PCR & Sequencing 9,500 & 15,000 &
7|EH &4 (17 sample) Assembly (22, Blast search (2.2) (9] 22 MHNO2 D FHSBIILL)
FolE Colony2 S|Z(5HAN= 2 B84 20/ 35101 HAELICE
N 9147 0| 4L genomic DNAS ZE&5}0] HLHFA{OF EHLIC

sioracT catatocue | 317



MLST (MultilocusSequence Typing)

Full Service

ot LIS 7| NS 2 A (MLST) Full Service

Z+ L multiple housekeeping genes2| QHX| CIFMHS EMGH= U O 2, 6~7712] housekeeping genel| EH BE EX

AV|MER HYRTAE 24 3 RS 20 ASLYeE 2 RE &+ AsUT.
+.ATTCA 10
...GGCAT 4
..AGGTA 4 x
«TTGGA ==mp 8 ——— ST1284
..CAATG 8 %
...GAACC 13
«.TTACG 73

gDNA
House Keeping gene PCR allele sequences Allele Profile Sequence Type

B Feature
HIO|QUE CHEHI|IMBEA (MLST) 24 Ad]A
1. https://pubmist.org/databases/ AFO| EO| A 2 30| ZH= housekeeping gene #1E4

2. 1072 SHEE MHIA: 0l2) B (F F)0 2 MLST A8 DRI 2 24 2B 81N B, 174 HZ ME BFYOR Primer set e

PCR setup, allele profile, sequence type 241 NHX| 2 AH|A HS

=]
=4

3. Full Service : o &= 2] 2| A| genomic DNA FE2E] sequence type
4, Fail result0]] CHEH 221 24 MH|A :PCREE/2Y
5. M3 HE

k==

® Work Flow

Genomic DNA MLST PCR Setup / Reaction

==
=

< Cell >

B Service 7}4
KMt 712 2OJ= 1670-56952 H2t FH|Q.

3 1 8 I BIOFACT CATALOGUE

MLST Sequencing

_ui il
LU T

EUNIK 2E ME|A HS
A = fail S0 Oist 22l 24 ’S
7| 29 MH|A 438 : E.coli, E.faecalis, E.faecium, pseudomonas, S.aureus, A.baumannii S

Allele profile / type analysis

o




Service

PCR Cloning Service

Allin One™ Cloning VectorE 0|&9t 2 kb 0|2t PCR ProductZ Cloning

HIO| QI E M| M ElgiSH= PCR cloning service= SE& %I PCR AZ2| MH 2PHE 71X All in one cloning vector®} Ligation & Transfor-
mationS X & E PCRAZ2| H7|ME 247A| TIhs] E2l= M| A YL
Allin one cloning vector= A-tailing product®} Blunt end product 25 cloning0| 7| &HL|C}.

m Feature

OME B 0f oA @ Related Product
- PCR Product®| AL HH 0|8 <Enzyme >
-Insert size: 2 kb 0|2t - BioFACT™ 2X Pfu PCR Master Mix 1, w/o Band Helper™, with cye [PD301-50h]
-Target 55: 10 ng 0|Ak2| PCR product - BioFACT™ 2X Thumb Tag PCR Master Mix 1, w/o Band Helper™, with dye [TT301-50h]
- f15H vector7} U AL BU FAIFILL S 72 37 o

< Purification >

@HM 2|17t - DaBead™ PCR Purification Kit (Magnetic Bead Type) [PP755-200]
-4 E DM Y data: A0 TS S 670 E - HiGene™ Gel & PCR Purification System [GP104-100]
-Sample % product : A0 M4 S 2FY -DaBead™ Plasmid Prep Kit [PM751-1001

-DaBead™ Plasmid Prep Kit(Cell Debris Removal Magnetic Bead) [ PM752-100 ]

QNI Y AN TS
- HiGene™ Plasmid Mini Prep Kit [PM105-100]

- AB7|7H: M2 48 B working day 72 O|LY

(M2 7H4 U TR0 2t MBS 4 AsLCH <Electrophoresis>
- A Ao H Aot H7IME BA AnLE e-mail 2 | - M7|1BSHE|, Agarose, Nucleic Acid Staining Solution, 1 Kb Plus DNA Ladder
B =L

-APH 23 Al cloneg HLHERLICE

B Work Flow

A
A

A-tailed fragment

or

— Ligation
Blunt-end fragment

N
{

w

All in One™ Vector

AGATATAGACTATGAATGATTCAATAAC

B Service 7}4
XHMIBH 74 22l= 1670-56952 2 F=H|Q.

BIOFACT caTALOGUE | 319



Subcloning Service

1178 8= Subcloning

HIO|QHE WA ZIgiSH= Subcloning services E6H= KA} vectorS B H|gt&E A X2|510] Ligation £ competent celltf] S Z!
et A7 |2 AY ULC AS SE 0| (2} vector MEH0| E2bX|H MEY =l vector?| restriction enzyme site2} target DNAL] restriction
enzyme site@| 2|X|S HE3| Z2I5H04 X HStE LS MEISHH HEEILICH

m Feature
@O S Fo| LY L FoAE QHHEZIZHH FAt BE
- Z EFE HEt5| 7|2H5H F=A1 1L vector I target gene, - ¥ 7|2t MZ 43  working day 20(438) O|LY
restriction enzyme site H& HZ (M3 71 % = S0l m2p ¥ E E 5= UL
- Insert size : 2 kb 0|22 PCR product, Plasmid 2t 218 75 -HE AN B M AT MG A HHE e-mail 2 ETH ELIERILICEH
- Cloning & insert sequence Z 1} THX| M4 E2|0 -SHE AP QF Al cloneE ELY EZILICE
U3 o HES HE 22
@ Related Product

- ME 0| DNA B7|HE AR HEH FHL.
< Enzyme >

-BioFACT™T4 DNA Ligase [DL101-40K]

@B
-BioFACT™ 2X Pfu PCR Master Mix 1, w/o Band Helper™, with dye [PD301-50h]

- A1t B 1M U sequencing data : A0 M& S 670"
- Cloning$t product 2 clone : Z1} F& $ 239
< PCR Purification >
-DaBead™ PCR Purification Kit(Magnetic Bead Type) [PP755-200]
-HiGene™ Gel & PCR Purification System [GP104-100]

® Work Flow <Electrophoresis>
{ A - HM7|"=ZIR|, Agarose, Nucleic Acid Staining Solution, 1 Kb Plus DNA Ladder

=

or PCRFQ
H 2
product form m Service 7}4

REMIS! 712 2Ol 1670-56953 S12t AR,

Digestion

Digestion

Ligation

320 | BIOFACT CATALOGUE

- BioFACT™ 2X Thumb Taq PCR Master Mix 1, w/o Band Helper™, with dye [TT301-50h]



Service

ustomized Service

T2 9 A3 AHIA

Customized service= 11 Z49| 51 S 0] SHe AAH - AF - A2 M9 HYES HZ6H E2l= 12 $HE M| AILICL
HE M 12H0| HE5H =4l reference data 24 & HEHS E510] Tl TAS AFSHAH EULCE A2 genomic DNA £ E=
PCR S CIQ¥5H HH 0l A5 E| A|E0| 7HS 8 cloning, genotyping it ZH2 AMH| AR} GIH|7} FHSEHLICE

B Feature
@ &lE0f H2 Bt Reference data 3! HHE M5 4 2 TO| 7HsELICH
@ HEO| AFEl= DAH|of w2t &4 2| 2j=20] HEE 2= AUSLICH
@ 2E EHAl= HIO|RUE Il HISS 01E510] MH| A7 HIS |0, ELAHIE AEE 273 ok A2 HIE 701 HIZ0] E= F-EU
@ MH|A 0|2 Al S MH|I AR E= FY FYAI2H T F MH|A TIF0| 7HsELCH

® Work Flow
N = -~ .

6. 371 M8 T A «— 5. AT EA Y M2 -~ 4. ME N Y

®m Related Product

<Genomic DNA preparation>
- Genomic DNA prep kit (Saliva, Epithelial cell, Bacteria, Plant, animal cell, Cell free DNA...))
- DaBead™ Magnetic Separation Stand, pipettor

<PCRE enzyme>
- Conventional PCR enzyme
- Real-Time PCR enzyme

< PCR Purification >
- PCR Purification Kit (Magnetic Bead Type, column type)

<Electrophoresis>

- M7|GSHEA|, Agarose, Nucleic Acid Staining Solution, 1 Kb Plus DNA Ladder

m Service 72

KEMISE 7124 22)i= 1670-56952 A2t FM|R.

BIOFACT CATALOGUE I 321



Genotyping Service

All of Genotyping Running (For simple running to set up)

Genotyping Servicel= TIZHETH A SHEE 0|25t Product A2 (primer, adapter, kit, HISHE A 2| S) £ BLIFA|H 24 7|7[0]| Run-
ning 5}04 dataS X|Zoke AH|A LT Y8t Genotyping Running, AFLP(Amplified Fragment Length Polymorphism), T-RFLP(Ter-
minal-Restriction Fragment Length Polymorphism), SSR(Simple Sequence Repeat)2 £4] £ DataZ H|&ot1l UELICH

0| Genotyping MH| A= 22X 0tHE 0|8t ASER R'EEE & X HO| o2 &0, T X Z& WM 7HAIZHe] R85 2A 2
4% 0IME Y TR Y UYL 24 5 HHLS QNS 240 085D UBUICE

® Genotyping 7|7| HE

ETAMNARD OVE SETS FOR CENOTWRING APRLICATIONS

+ ABI 3130XL Genetic analyzer (36 cm capillary)

Blue Green

-+ ABI 3730XL Genetic analyzer (50 cm capillary)

dTAMRA™

HEX™ NED™ ROX™

B Fluorescence dye

+ B5h= gene®| =01 M2} markere| TR HEFE = AUSLTH el Mol

- Ladder 500ROX 0|2 A| : FAM, HEX, NED 0| 7}5

nc= NED™ PET™ Lz

+ Ladder2 500LIZ 0|2 A| :FAM,VIC, NED, PET 0|2 7t * NED,VIC, PETS| 242 3}19] 201 THs3102 28 A &4 1210] AQ B & UALICH
HEHBS HIHFHS.
Only Genotyping Running

HLUY FA|= MEZ2 ABI 3130XL Genetic analyzer (36 cm capillary)l| T3] running alf E2|= MH|AR ZHH 0| running FTHA| 2|
AEE DR LAl 822 A 522 running YO 2 HESH= MH[AYLICE

m Feature
@ FolArg @dE 7R 1FY
- Fluorescence dyeZ tagging$t primer2 PCRE M E0| E£H|E[ S (O FiF
A, genotyping running T | 2{301 FAIH FULL - fsa TFYIS e-mail2 HUISa|H %7H24 23 A| 57} H|20| U4t
- |4 B4 20 B 116 sample (17HE 2 2ISHME 1671 2|2 &+ AsLoL
7k0] @EUnh) - Peak scanner 22 122 2I5IA|H 23 HIZ
- ZH| 4 - 96 well PCR plate S-= 8-strip tube 0f] E0F 212 XI5 @ En 7|2

H7| GSEATIE #H RUFMR.
(H7|FS A0 91 32 BIB0| F+* EUth)
- Product size : 500 bp O|2F
- Multiplex running : Tt BIE SZ ME S MZE 22|6HA ELHFA|LD,
mix & M|E S F2t5| ZAIaH0F Lt

-ditdatas HE T OHE B YE2 AR TS T2

e

® Work Flow

o uEscuo — 3.717| Running — RV

322 [BlDFACTCATALOGUE



Service

Microsatellite / STR / SSR /VNTR Service

Microsatellite (MS) £ STR (Simple Tandem Repeats), SSR (Simple Sequence Repeats), VNTR (Variable Number Tandem Repeats)
2 U=E Y IMEL 37|12 B4ot=s WY 2 repeat unitd]] 2} CHASHH| HE =T AFLICE 0[2{3 25 H7|AS2 CHo| O
2 Ml genome mapping2| marker2 | O[AE{0| M, FH| genome0l] T2H| 2ELE0] YELICL F2 22 Z0IM S0/HS &I &
= U= markerS YOI = H] 0|2/, 0|0] H2 5=2| SSR marker 7 LA/ 0 X| 12 QU LICE 0[0] B15{H U= markerS 0421 742
sample2&QI5H= 10| Lt A4S TIdst D A LICH

B Feature

[ORS8 -4
- Z|A 250 ng 0|4F2| gDNAZ} L Q5HH, SZ5I 11Xt SH= locus?| sequence®} repeat 2| XIS X &S| YeiZ=A0F EHLICE
(EUHFNAZ S0 2t Hadtsot HE = "abE 4+ AsLch
- ¥ E2| DNA H7|BE AHEIS Bl FM0F BILICH

@71t
-HE Y F A 4F AQ0F (Running T TISH= B2, 96 well 1 plated] Chgt 2 A2 sample F4 £ 157 = 2Q FHUCH

EM5I A SHE ME T target gene 70| (2 A AJZH0| S E 4= QUZLICH)

@ gt HE
- fsa MU S e-mail2 ELHER|H £7H2A Q73 A £7| B[ 20| L2t 4= QUELICL
-Peak scanner Z2 ]2 S 2ISIA|H 22 {12

@8H 7|7
-Zltdatas VS FOHE RE YES AN TS R 25 B

i

® Related Product
<Genomic DNA preparation>
- DaBead™ Genomic DNA prep kit for Saliva, Epithelial cell (Magnetic Bead Type) [GD705-100 )
- DaBead™ Magnetic Separation Stand (120 x 58 x 37), 1.5m x 12hole, 50m{ x Zhole [SJ1-MS511]
<PCRE enzyme>
- BioFACT™ 2X Thumb Taq PCR Master Mix 1, w/o Band Helper™, with dye [TT301-50h]
- BioFACT™ 2X H-Star Tag PCR Master Mix 1, w/o Band Helper™, with dye [HS301-40h]

m Work Flow

DNA Isclation F (5'FAM Tagging)
—
LL] -
Tommigae A
l PCR
AL | =
—

3 ST T Gene scan Running
3 l P BB 3130L / ABI 3730%L
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ASP (Allele Specific PCR) Service

HIO| 2 HE O A TIZSH= ASP service= DNA 27| A H 2| X100 (2t £ PrimerE CIXIRI5I0] band % 0122 H7|MEE =0l
Sk Ad|A LICH

DNA E7|ME 2| REE HO|E S0|H 22 StQI517| 2[5 PCR Y 02, HO|E 7HX|:= thE |AXt0l 2h2f 50| H|HHES 71|
= primer2 PCRE £=3lBIL|C}. X2 allele specific PCR set-upA|0fl= A2t} H|Z0| WO| AQE|LL, RHS ZHE £0H I 12 B
="PCR— T7| G&" &t 2| HHO R £&H| SNPsiteE &1 & 5= AUBLICE

MS =7 B0, SNP marker7 092 Y ZP S0HHQI A LICE

B Feature
@ FLArE
- H%t5t reference A2 7+ QU0 0F BILICE -1 Q= allele sample S HLHZMOF BHL|CH

@HE 7IE

-ME4YS1-2EAR

@Y [E
- 48 set-up 2 U primer & S8 &5 PPTIHY

@HE 7|7t
-} date= ME S O E B YES AR HE S 25 2

® Related Product
<Genomic DNA preparation>
- DaBead™ Genomic DNA prep kit for Saliva, Epithelial cell (Magnetic Bead Type) [GD705-100 |
- DaBead™ Magnetic Separation Stand (120 x 58 x 37), 1.5 m¢ x 12hole, 50 m¢ x 2hole [SJ1-MSS511]

<PCRE enzyme>
- BioFACT™ 2X Multi-Star PCR Master Mix 1, with dye [MS301-25h]
- BioFACT™ 2X H-Star Taq PCR Master Mix 1, w/o Band Helper™ , with dye [H5301-40h]

<Electrophoresis>
- Large Gel System, JY-SPGT (200 x 200mm) [JY-SPGT]
- gel-rose™ Agarose (with spoon) [ AG113-5001]
- Ecodye™ Nucleic Acid Staining Solution [ ES301-1000]
- BioFACT™ 1 Kb Plus DNA Ladder [ SM354-500 ]

® Work Flow

p

~\
Control-F Allele-1-R
* ASP Set-up — <
Allele 1 GAACGTTITAACEGCGGTTATAAAAGTTCA — Allefe1 Gﬂanccucm'r—uAAcGTrrrrmcFFcaaﬂA‘rMAAﬁrm — TTAGGGAC
Alele 2 W Nlele2 B
A—> —
Allele-2-F Control-R

wee Positive control
. Allcle 1
.. Allcle 2
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AFLP 2} T-RFLP Genotyping Serivces= 2

Hx2|7t 22 =l Sample

AEAZ0t 227} 7Hs5HH, ABI 3130XLE 0|23 Running @t Z1380|

THs#uct

AFLP (Amplified Fragment Length Polymorphism)

AFLP= H|8tE 4, adaptor, primerS &{2|5t A= 2] band Z10[2|
PCRO|| 7|22 & 24 HIHO 2, HIWH B2 A

9| lociE H| st 4= Q& LICH

<AFLP Method & Result>

oo= Ex
FRE &S

|Zboll T BZto| 25T

SNaPShot Genotyping Service2| [ O|2| =2t
384 sample §JL|Ct

(17H 2|2|5HM = 38471 Sample 2|Z|51= H|- 80| T ELICH)

il Z212| 10| S EA45h= markerE WHsH= AEYULICE
HEE S & QI&L|CE E5F AdapterE primer2 A2 SO 2 M, U2 2

Service

>
E EE E
oyl 1] P i l
V4 Vs
Restriction Enzyme GenomchNA ik *
Digestion
T TT TTTTTTTT - TrrrroT— & E
T TAA G AATTC Genescan Running
W feiea, SLERE Sa. (ABI 3100)
adaptnr E;\T AAT Tu ' I
Ligation l T4 DNA Ligase l =l I ﬁ
e A el l 2
GTAA GAATTG
s AT e e ST R Sy I s
— lll | | I | il
\ J

T-RFLP (Terminal-Restriction Fragment Length Polymorphism)

T-RFLPE= Mgt 4 Ze| £ 0|0 IHE HYYS EASI= dH2R, SNPsiteS ZHSI= £97H SE M EL2 T + US W MEE - U= 912
YT F2 S | 4= 0] EHH AIRHAM 165 RNA REALE S5 S HEha 48 018510] S8 B7IMEE 2T oIUE 1 47|= 2HS2
HOIS HluE 4 ASLCH 2 WHS 3l 0|d 20| Cfga ZETES 24+ lsUn

<T-RFLP Method & Result>
/4 V7
/ /4 Genescan Running
<+—FR
o (ABI3100) l
PCR l
A A A R R R e R S
, e i l @
Restriction Enzyme ro]
Digestion l I
=_ | == , =

* 2 AH|AS ZTHEA MH|A
" AjH|A 12| A| H7|55

= HIZE|R] ELICHL (Ze 5a)
AFEIS HEBHR 0FE ELIC

* A{HA 0| A| St AHI AT i el SHEIO)A| HE 20| & o/25(0]
ZA|7] BrLIC
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PCR Set-up Service

1178 5k= PCR Z A set-up

AE0| SH0| S HH PCR enzymeil} SEKI) S0|HO 2 ZE3H= primerE CIXIQIS10] £H2| PCR EAS set-upshs
MHIAZ 174 SHES MH|A A1 E SiLt QLIC B2 PCR, cloning /3t PCR, genotyping /8t PCR, ZIEHS 9|3t PCR S

23 SH0| Y= LSt enzymeS 01251H, 101 0|4 2| PCR set-up L=5H2 S 018510 Ot £ % 2| PCR

QL= MHIA ILIC

m Feature
OHE 2L 0 M
-PCR EE35I 1 ASH= S0 Tl F=H5| HoIFM|Q.
- 5E6t1AL 6= gene | ME(sequence), DNA R, &, ME 7i4 & HEE HO{FM L.

@B 7|2
- 2} 7 Y sequencing data : 2} E % 678 (EE M E A 8 25Y

@UH I Y AL HS
-3 712t B 48 F working day 152 (39) O|LY (445 74+ 2 7% S0 fet #12 & 4 &UICH
- 1% OIS 27 IAE 24 ZDHE e-mail2 BH BUEHLICH
-EE AH QF Al HUFA MET BB M2 BUSLC

@ Related Product
<Genomic DNA preparation>
- DaBead™ Genomic DNA prep kit for Saliva, Epithelial cell (Magnetic Bead Type) [GD705-100 ]
- DaBead™ Magnetic Separation Stand (120 x 58 x 37), 1.5mQ x 12hole, 50md x 2hole [SJ1-MSS11]

< PCR Purification >
- DaBead™ PCR Purification Kit (Magnetic Bead Type) [PP755-200]
- HiGene™ Gel & PCR Purification System [GP104-100]

<PCRE enzyme>
- BioFACT™ 2X Thumb Tag PCR Master Mix 1, w/o Band Helper™, with dye [TT301-50h]
- BioFACT™ F-Star Tag DNA polymerase [F5106-500]

® Work Flow

— 2. Genomic DNA Quality £91 — 3.PCR XA Set-Up

I B

1
7.HN BN Y S e 6 Sequencing [ m < 4. 4Z PCR

m Service 7}4

RrHIEt 7+ 22li= 1670-56952 H2t FH Q.
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Service

Real-Time PCR Set-up Service

1178 Bk= Real-Time PCR =71 set-up

Y PCR Set-upt DFEI X2 0| X0 H=F X PCR enzymelt FLXIY| S0|H22 ZE5H= primers CAI2IGHY ZEQ|
Real-Time PCR 2712 set-upoh= AH| AR T2 SIES A5 MH|AQIL|CE CHAZH| PCR 2! Real-Time PCR k=52 2 Intercalating Bt
£ 0|25}H SFCgreen® | 1} Evagreen™ &2 dye =S AF25}H0{ ZI8 ElL|C}. (Evagreen™1} SFCgreen® | 2% : PCR ZHI$A10| 21, double
strand AEf2] DNAO| CH3H ZHE 7} S0 HRMEA] 0| 80| 7KSEHLICL 52 = Z0ASE PCRinhibition0] 2204 SYBR® Green | 2L} 81
A7t 51, SARH YR HEE2| qPCRY[7|0| 20| 7H556HH PCR 710 O QFEHLICE)

B Feature

O YE B 0 RoArE
-PCRSE ol AL oh= S X0 ol H&Hs| HOFMHR.
- 5E811%} k= gene?| EE(sequence), DNA ER, ST, 42 7l & HEES HH{FAHL.

@E 7|2t
- A0t 1M 3 sequencing data : Z0 FE 5 6718

-BE NS AY TS F25Y

@NY I Y AN TS
- A3 7|7t ME 43 $ working day 259 (559) O|LH (M3 744 % X Sof T2t 417 2 4 AUSLICH
- A 2Tt HTAQ 7| MY EA HIHE e-mail2 BT BUSELICE
SHEANE 8 Al B MET S A28 BUSYLUCY,

@ Related Product

<Real Time PCR>
- BioFACT™ 2X Real-Time PCR Master Mix, dNTP(T), including SFCgreen® | in mixture, low rox [DQ362-40h]
- BioFACT™ 2X Real-Time PCR Master Mix, dNTP(T), including SFCgreen® | in mixture, low rox [DQ352-40h]
- BioFACT™ Real-Time PCRKit with 10 mM dNTP Mix (each 10 mM, 0.2 m2), 25mM MgClz, w/o EvaGreen™ [DQ116-250]
- BioFACT™ 2X Multiplex Real-Time PCR Master Mix for Probe [DQ322-25h]
- BioFACT™ 2x qRT-PCR Master Mix for Probe [RQ321-10h]
- BioFACT™ OneStep Multi-Star gRT-PCR Kit for probe, w/o fluorescence dye [RQ811-050]
- 20X EvaGreen™ [31000-B500]
- 2000X SFCgreen® | Dye [FD301-250]
- 20X SFCgreen® | Dye [FD306-50h]

® Work Flow
2. Genomic DNA 4. Real Time
AHE A = L TP EAM TR
1. HE H —> quality &0l —> ERUGEECSN —p PCREZ setup [l > AN EM WS

m Service 7}

REMISE 7t 221i= 1670-56952 A= FA2.
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M MHI£

FKF ZHAF MH|A

OH&l2| ' Z{0f 0| &} B (ACD) RTX; AL AH|A

HiO| 2 HE| M TIg5H= ACD Genotyping Service= BIGH3 (TGFRI) &AL S Exon4 2| codon124 CGC (Arginine) 7 CAC (Histidine)

£ HO0|E|= 0{FE E2l5t= MU|A YL

BIGH3 S XA} tqop} AM7|H 24at0| ZEFSHA A 20| A2 Al
22510 244 s 2t A S
T} 2 AMH|A
£ dXM & 5510 Y5t AUSLICE

m Work Flow

—1

S 2

[HIO|RHE]

Real-Time PCR %!
= 2y

FLYI| MZHFH >
rga

Genomic DNA
2

42 HEY £ USLICL 2 Mu|A
=8 5171 0f] 2M 2520 HyalineO| ’é}’ilil% tsdE uE 0| té?IIOf— 715 %’391?: St s
A= ACD genetic polymorphism% multiplex ASP (Real-Time PCR)7|HO 2 M, AN = S

29| genomic DNAS

ACD genotyping 241 Z 1t

TS 24M|ZEO(LY .

m Feature
FeArE
- (SIAF] AFEAH 2) ZA S A2t HME EUFHL. (U3 mD), LZHTIME, 22)
-H2|7o 2 92| A| 220] LT 0 L0k LT
- oo 2 0|2| A| 211 UtX|E 2|5l EDTAZ} I EHE| 0 Q= Vacutainer tubelf] EHS x| F|510] HLHEM L.
- BO| QY E O M= LA LMIZE ZF|E 9I5t swab S brushE HOHSLD RASLICE (p.235, p.239)

@EB I

-AMEDM AN HE S 6HE -BEME:

1

I HEF 1Y
@I AN HS
- AB7|7H: ME £ & working day 12 O|LH (MZ 74 2 7= Soff w2t
- A0 AEME e-mail 2 BLHERLICE

+EE S UBUD)

@ Related Product
<Genomic DNA preparation>
- DaBead™ Genomic DNA prep kit for Saliva, Epithelial cell (Magnetic Bead Type) [GD705-100 ]
- DaBead™ Magnetic Separation Stand [Ver.2.0.] (120 x 58 x 37), 1.5ml x 12hole, 50m{ x 2hole [SJ1-MSS11]
- HiGene™ Genomic DNA Prep Kit [GD141-100]

<Real Time PCR>
- BioFACT™ 2X Multiplex Real-Time PCR Master Mix for Probe, UDG system [DQ342-25h |
- BioFACT™ F-Star Tag DNA polymerase [FS106-500]

<Sampling —Plasticware>
- BioFACT™ Medical Brush Set3 [BQJ3-K100]
- IsoHelix Swab [SK-15]
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Service

m Collection kit A}2HHH

7

YIS A1 Brush RES HOIROIA  BrushB HIZE Tubef 92 MEHNA  Oiio] WZMOR BAE HE2Tube  TRMLMEE MFE BrushiE HEBE  HBE AEH0| RYHOR Hug
2] 0242 108] O FOIELE ASH Cutter2 Brush?| Stick 222 B0 QE5 $HF P H2 UG Tube Q10 T, 103 014 SIZIARZI H  7/2U5101 Tubedf £2ICH
(O WS BIHBI0 108 014 FH PR T2 S FHS DL 9} Brush 2IAI7) £ £AS PO Brushis H7 815 SRS POy

(7MY FAIEI SE0| TOR BHTH ST (Tube SI0] B0| EALISK| 28 E4))

2

oA

+ Step 12| FR FE A7t F501H He 20 S F 4 ULDR 108| 0] -2 SHAI7| HIFLICH

+ Step 2 (AFSYH1)2| R TubeE Rack0i 22 HE{0IA 42l Al & T H2|SHH, BHEA| 25 H Cutter ARE SPAI7| HFELICH
- Step 2 (AF2YIH2)2| Z2 Stick0| Z{0|X| 2 H ALRHIE1 MY Cutter= StickS 2} MZ{SHAIH ELICL

+ Step 2 (AH2413)2] H 2 Brush?} Tubed; 80| SE3| &7|=5 22 YE0IA EI=A] 105] 014 S|TSIAI7| HIZLICH

® FTA Ap2aH

07| & FBX|Z HRE FAHHSS O|2alA A% LA
R AZFO| HUS FTA card 0| 23 71X 5 12 ChE S
information &0{ HO| QME 2 H(}z=H SlL|C}, b

m Service 724

KEM|BH 71 221= 1670-56952 HE T M|Q.
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MENSIEA S 2T 07 H|0] M| M| 224 St AHH| HOIA 2=H|5H7) 01212 Cret S 2 20l ot A3 H)
0120] U= ’é‘.ﬁd’é St UoH —P"=UI Y ot 24 = URS HEAME, 77|, 225, WSAETA| TS0 LA X|
&

Z|Z2 HHISE ZO0F CHEF 20| OO et tHel ME M| = WES0| EAt £, §, 158 JIIFH F7151 o H
==0]0] Sb= Ciefet M3 D2 MS T JHU 0 AUSU T SHIA| T Chsh M7 | Aot A3 HlE HE QH| 2K SO=2 2ol
Sfnl XHA| LHOIAM Al 22 S Jigiehe Hie B o220] &L ch

X5 HIO|2ME = & MH|A S Sal| sl MESEM= S0 ol d8 20| Ve = AU=S £20| H0| 2| UXt5IH2H °“}§
S0AlE de-US SoH YT UEZ00 et =2 OloHet 2 2 Ot gt SHS BAY == L= 7|21E MSshetl 2 2
OIS SaAf 2L

: Hlol2ME o
il olHI0| AERS o
MH|A

&

At AR
ey

B Feature

+ OH| 2| FOt7H= AFSIT = no, AT AUCH 22| Sofl A TIF. - DE SHS0| 2 U436t Holsh= 121 14 &2+

+ CHOISE] PON7ER] 22401 S RS T 4E.

- st s=Fo| 48 WES ZhHst gA HIS.

< Mgt Z22 03K > <PCR2| 22 -DNA X|2>
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LHIgt &L -
DNAE X2 719 R E5 8 7|82 28 gt

HEHEA 17 &
O & O is@:ﬂm)“ -
HgtE A 270 %2
O - () (EcoRl + BamHI)
Te HEHEA 300 M
() - (J‘ {EcoRi + BarnHl
+Smal)

Plasmid DNAZ2|

Ttz X2

HI|1Bs 1:HIgtEA A F2)
2: HIgtEA A+B H2)
3: KBS A B4C H2
M :DNA Ladder

3.PCR3§I—
SFZ} ZALS 0|85 ¥ 20| £ DNA X2 57|

Primer-R

2.PCR-
D4Ee RHKE SHHLL

v DIYE e =
L&)
nus F
Genomic DNA == Cell Lysis Buffer

0|22 MZES HEUS Dty
5101 & 0| DNA 2

PCREE

b =i
1 Lane :PCR D) 4= 2] Genomic DNA
2lane: PCRE SEE QT
M:DNA Ladder
4. PCREEII-

FEAL HALE OI1SE 01828 BMF FE817]

< H8pd>
anerF
X‘ﬁ’ﬂll‘l
==
Primer-R
anerF
Yﬁqﬂ
‘_—.
Primer-R
g g < 0j8p>
v A S A O

xﬁ&ﬂ
‘—
Primer-R
ansr F
x (=zo1E)

HE AR ARE: 34 A2

—
Al AQ AIZE: 3~4 A2H Primer-R
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